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=. % F* (Edit method)

B 2B KiE# (Fixed wavelength) : %€ Absorbance E%Transmittance-.
EWRKE B, AR RAL FETVE: B (none)  RRIER T
(Factor) . tHH A3 (Formula) ; Z4EfEm{E S (Sampler) , R&E(EE
(Report) , J7i%f&E (Information) . fR1F 7%

K (Taking a wavelength scan) : %% Absorbance
5%Transmittance. #oIEyHE (Start Wavelength. End Wavelength) . F4f
HE (Scan Speed)  WKIEME (1 nm) &5; ZmiEteinfs 2 (Sampler) , k%
{58 (Report) , H(EE (Information) . fRAF V-

BHN M (Single Component Analysis) : EESHEK (Analytical
wavelength) . B EW K (Background wavelength) . FrFENEL
(Standards) . BEERH (Standards) . FEAMNEL (samples) . MR IER
% (Dilution) . HA7 (Units) . HHZHLE (Curve Fit) . IpFRIREE
(Concentration) %5; ZwiEFfi{EE (Sampler) , EELE (Report) , J5

HER (Information) o {RAE 1.

BHAZIAEHE (Kinetics/time) : EE/HTIEK (Analytical
wavelength) . 5 (Background wavelength) . FEMAEL

(samples) . [EIF@ITE] (Interval) « FGMEFIE] (Total time) Z%; ZmiEfEMh



{£&. (Sampler) , REEE (Report) , FHAEE. (Information) . fRAES
o

ZERAHTII (Nucleic acid analysis II) : &ML (Mode)  1HE T
W% (formular) , ZWEEFES{SE (Sampler) , #E(EE (Report) , HiEEE
(Information) o FPRAF /71

=. Mr=4d (Blanking)
O A RE ARG, S Blanking #4245
g, WEAHERFESE (Scanning & Reading)

PSR ERE B B R AR, A Scanning B Reading. %% 1 HH 2 i 42 A7
RN EEE, B EPRERES . M SEFREE, MEFEMES, JE4T Mode NHY
Standard Curve F1 Samples #%#t,

E. MFile £ TF+t%& (Save) . 37¢F (Print) . #% (Clear) B HK
R
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